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Streptoverticidillirm mobaraense ﬁﬂf’mﬁ'ﬂimaqa 40 kDa H3nlaleBiann3n (pl) 8.9 MTGase 310
auvEddunuuneusiues (monomen) uaghifesnsuraenlunsissufizen dealdlums
mefuilelaiuaundausslunsifoeavedusiulundndusionms wu 953 lewida ldnsen
Lariuine3 Weiidualduan MTGase 1 S.mabaraense, S. ladakanum, Bacillus
aneurinolyticus, B. badius uag Pseudomonas fnsldewnsvaneeialunsidesgduvidifiendn
TGase fauansly m5197 1.1 wiwudnsldesns B wie SPY medium ¥l Enterobacter
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A 1.5% soluble starch,1.5% glucose, 1.5% peptone, 0.4% yeast extract, 0.2%
Mg,SOy,
0.2% K,HPO4 and 0.2% KH,PO,, pH 6.8

B 2.0% soluble starch, 2.0% peptone, 0.2% yeast extract, 0.2% Mg,SOyq, 0.2%
KoHPO,
And 0.2 KH,POq4, pH7.0

C 1.0% peptone, 0.5 yeast extract, 0.5% NaCl, pH 6.5

D 1.7% pancreatic digest ofcasein, 0.3% papaic digest of soybean mael, 0.5%
NaCl,
0.25% K,HPO, and 0.25% glucose, pH 7.3

17'im : Bourneow wagay (2012)
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Source

Meat substrate

Effects

Bovine plasma

Guinea pig liver

Pig plasma

Pig plasma

Sv.mobaraense

Sv.ladakanum

Ajinomoto

Active TG-TI, Ajinomoto

TG purified from Active
WM product

Purified beef myosin
Actomyosin from turkey or
beef

Chicken myofibrillar proteins

Chicken meat balls

Rabbit actin

Mackerel surimi

Pork homogenate

Bovine cardiac

myofibrillar protein

Chicken myofibrillar protein

Polymerization of myosin
Polymerization of
actomyosin

Polymerization of myosin
and actin

Increased strength and
cooking yield

Intramolecular bond in actin
Gel strength improved,
elasticity decreased

Gel formation during heating
increased, flat transition
phase at 50-60°C decreased,
gel firmness increased

Gel formation (G’) improved
at 70°C and in the transition
at 55.8-56.9°C.

Gel formation improved as a
function of TG dosage and

NaCl concentration

fian: Buchert uazAauy (2007)
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